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How many isoforms AGBL5 has?How many isoforms AGBL5 has?
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Comprehensive View
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Genome Browser
• Ensembl Browser: http://www.ensembl.org/index.html

• BLAST/BLAT: low similarityy
• Genetic Variation 

• UCSC Browser: http://genome.ucsc.edu/
• Easy to use• Easy to use
• lots of tracks

• GBrowse: http://gmod.org/wiki/Gbrowse
i d• private data

• long setup & maintenance time
• IGV: http://www.broadinstitute.org/igv/p g g

• easy navigation
• good for large data analysis
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Mining Data from Genome Browsers 2010 by Tyra Wolfsberg from NHGRI 5
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Genome Viewer

Tracks (group of data)Tracks (group of data)
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Navigate Drag‐and‐zoom

Genome Viewer

Configure

Tracks (group of data)Tracks (group of data)
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Track
Mode
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mode of an individual annotation track:
Hide: the track is not displayed at all.

Dense: the track is displayed with all features collapsed into a single lineDense: the track is displayed with all features collapsed into a single line.

Squish: the track is displayed with each annotation feature shown separately,
but at 50% the height of full mode Features are unlabeledbut at 50% the height of full mode. Features are unlabeled.

Pack: the track is displayed with each annotation feature shown separately and labeled

Full: the track is displayed with each annotation feature on a separate lineFull: the track is displayed with each annotation feature on a separate line.
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Track
SettingSetting
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Direct to add track siteDirect to add track site
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Extract DNA sequence
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Genome browser
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Encyclopedia of DNA Elements (ENCODE) Consortium
Founded by National Human Genome Research Institute (NHGRI) 
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